Supplement. Additional data
. PCR primers and PCR conditions used in this study. T Ann (°C): annealing temperature used; T Acq (°C): temperature at which fluorescence acquisition was performed during qPCR
Primer
Target gene Sequence (5′-3′) T Ann/ T Acq Source Arch amoA-1F
amoA AOA STAATGGTCTGGCTTAGACG 56/76 Francis et al. (2005) Arch amoA-2R amoA AOA GCGGCCATCCATCTGTATGT 56/76 Francis et al. (2005) amoA-1F amoA β-AOB GGGGTTTCTACTGGTGGT 55/78 Rotthauwe et al. (1997) amoA-2R amoA β-AOB CCCCTCKGSAAAGCCTTCTTC 55/78 Rotthauwe et al. (1997) nirS1F nirS CCTAYTGGCCGCCRCART 57/77 Braker et al. (1998) nirS6R nirS CGTTGAACTTRCCGGT 57/77 Braker et al. (1998) T1  T2  T3  T1  T2  T3  T1  T2  T3  T1  T2  T3  T1  T2  T3  T1  T2 Table S3 . Diversity of different genes based on T-RFLP profiles. The number of T-RFs obtained for each gene (averaged across the 3 replicate samples) are shown (S) as well as the corresponding Shannon diversity index (H') and Pielou's evenness (J') calculated from the overall T-RFLP profile for each site and time. AOA: ammonia oxidising archaea; AOB: ammonia oxidising bacteria Group   S1  S2  S3  S4  S5  S6  T1  T2  T3  T1  T2  T3  T1  T2  T3  T1  T2  T3  T1  T2  T3  T1  T2 Fig. S1 . Spearman rank order correlation matrix demonstrating significant relationships between experimental parameters. Positive (red) and negative (blue) relationships were tested at p < 0.01 and p < 0.05
